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SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: 

(A) NAME: Aventis Research & Technologies GmbH & Co KG 

(B) STREET: 

(C) CITY: 65926 Frankfurt 

(D) FEDERAL STATE: 

(E) COUNTRY: Germany 

(F) POSTAL CODE: 65926 

(ii) TITLE OF INVENTION: Human deadenylating nuclease, its 
preparation and use 

(iii) NUMBER OF SEQUENCES: 29 

(iv) COMPUTER READABLE FORM: 
(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: WINDOWS 3.1 

(2) INFORMATION FOR SEQ ID NO: 1 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 



KSFNFYVFPK 



10 



• 
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(2) INFORMATION FOR SEQ ID NO: 2 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 1 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 



(2) INFORMATION FOR SEQ ID NO: 3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 

KPFNRSSPDK K 11 

(2) INFORMATION FOR SEQ ID NO: 4 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 



KPFNRSSPDV K 



11 
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(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4 

KYAESYWIQT YADYVG 

(2) INFORMATION FOR SEQ ID NO: 5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) -FRAGMENT TYPE: Internal fragment 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 
KEQEELNDA 

(2) INFORMATION FOR SEQ ID NO: 6 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 
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4 



(2) INFORMATION FOR SEQ ID NO: 7 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 

(B) TYPE: Nucleotide sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Miscellaneous nucleic acid: Primer DNA 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 

CCATATCCAT ATGCTTTTCA GTGCCTTTCC TAAC 34 
(2) INFORMATION FOR SEQ ID NO: 8 

(i) SEQUENCE CHARACTERISTICS: 

(A) -LENGTH: 25 

(B) TYPE: Nucleotide sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Miscellaneous nucleic acid: Primer DNA 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8 

AGTACTCGAG TTACAATGTG TCAGG 25 
(2) INFORMATION FOR SEQ ID NO: 9 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 

(B) TYPE: Nucleotide sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 



(ii) MOLECULE TYPE: Miscellaneous nucleic acid: Primer DNA 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9 
AGTGTCGCAT ATGGAGATAA TCAGGAGCA 29 
(2) INFORMATION FOR SEQ ID NO: 10 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 

(B) TYPE: Nucleotide sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Miscellaneous nucleic acid: Primer DNA 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10 

AGTACTCAGC GGTTTGCTGC CCTCA 25 
(2) INFORMATION FOR SEQ ID NO: 1 1 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 639 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Protein 

(v) FRAGMENT TYPE: N Terminus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 1 
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MEIIRSKFR5 MLHKVYQAXE EAD F FAXDGE FSGISDCPSV SA3-TNGFDTP EERYQKLKXH 60 

SMDFLLFQFG LCTFKYDYTD SKYITKSFNF YVFFKFFNRS SPDVKFVCQS SSIDFIASQG 120 

FDFNKVTRNG IPYLNQEEER QLREQYDEKR SQANGAGALS YVSPNTSKCF VTIPEDQKXF 180 

IDQVVEKIED LLQSEENKNL DLEPCTCFQR KLIYQTLSWK YPKCIHVETL ETEKKERTIV 240 

ISKVDEEERK RREQQKHAKZ QEELNDAVCF SHVIHAIANS GKLVIGHNML LDVMHTVHQF 300 

yCPLPADI.SE FKEMTTCVFP RLLDTKLMAS TQPFKDIINN TSIAELEKRL KETPFNPFKV 360 

ESAEGPTSYD TASEQLHEAG YDAYITG3XF ISMANYLGSF LSPPKTHVSA RSKLIEPFFN 420 

KLFLMRVMDI PYUfUEGPDL QPKRDHVLHV TFPKEWKTSD LYQLFSAFGN IQISW1DDTS 480 

AFVSLSQFEQ VKIAVNTSKT AESYR1QTYA EYMGJWQEEK QIKRKWTEDS WKEADSKRLN 540 

PQCIPYTLQN HYYRNNSFTA PSTVGKRNLS PSgEEAGLED CVSGEISDTE LEQTDSCAEP 600 

LSEGRKKAXX LKRMKKELSP AGSISKNSPA TLFEVPDTW 639 



(2) INFORMATION FOR SEQ ID NO: 12 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2941 

(B) TYPE: Nucleotide sequence 

(C) STRANDEDNESS: Double 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: cDNA for mRNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 



GAACCGCTGA GGCGGGCGCG GGCCCGGGTG GGCCCAACGT TCCGGCCACT CTGCAGAATG 60 

CAGATAATCA GGAGCAATTT TAAGAGTAAT CTTCACAAAG TCTACCAGGC CATAG AGG AG 120 

CCCGACTTCT TCCCCATCGA TGGGGAGTTT TCAGGAATCA GTGATCGACC TTCAGTCTCT 180 

GCATTAACAA ATGGTTTTGA CACTCCAGAA GAGAGGTATC ACAAGCTTAA AAACCATTCC 240 

ATGCACTTTT TGCTATTTCA GTTTGGCCTT TGCACTTTTA AGTATGACTA CACAGATTCA 300 

AACTATATAA CGAAGTCATT TAACTTCTAT GTTTTCCCGA AACCCTTCAA TAGATCCTCA 360 

CCAGATGTCA AATTTGTTTG TCAGAGCTCC AG CATTG ACT TTCXAGCAAG CCACCCATTT 420 

GATTTTAATA AACTTTTTCG AAATCCAATT CCATATTTAA ATCAGGAAGA AGAAAGACAG 480 

TTAAGAGAGC AGTATGATGA AAAACGTTCA CAGCCGAATG GTGCAGGAGC TCTCTCCTAT 540 

GTATCTCCTA ACACTTCAAA ATGTCCTCTC ACGATTCCTG AGGATCAAAA GAAGTTTATT 600 

GACCAAGTCC TACACAAAAT AGAGGATTTA TTACAAACTG AAGAAAACAA GAACTTGGAT 660 

TTAG AG CCAT CTACCGGGTT CCAAAGAAAA CTAATTTATC ACACTTTGAG CTGGAAGTAT 720 

CCCAAACCCA TTCATGTTGA GACTTTACAA ACTGAAAAGA AGGAGCGATA TATAGTTATC 780 

AG CAAAGTAG ATGAAGAAGA ACGCAAAAGA AGAGAGCAGC AGAAACATGC CAAAGAACAG 840 

GAGGAGCTGA ATCATGCTGT GGGATTTTCT AGAGTCATTC ACGCCATTGC TAATTCGCGA 900 

AAACTTGTTA TTGGACACAA TATGCTCTTG GACGTCATCC ACACAGTTCA TCAGTTCTAC 960 

TGCCCTCTGC CTGCCCACTT AAGTGAGTTT AAAGAGATGA CAACATGTGT TTTCCCCAGA 1020 

CTCTTGCATA CTAAATTGAT GGCCAGCACA CAACCTTTTA ACGATATCAT TAACAACACA 1080 

TCCCTTGCGG AATTCGAAAA GCGGTTAAAA GAGACACCTT TCAACCCTCC TAAAGTTGAA 1140 

ACTCCCCAAC CTTTTCCAAG TTATCACACA GCCTCTGAAC AACTCCACGA GGCAGGCTAC 1200 

GATGCCTACA TCACAGCGCT GTGCTTCATC TCCATGGCCA ATT AC CT AGG TTCTTTTCTC 1260 

AGCCCTCCAA AAATTCATGT CTCTGCCAGA TCAAAACTCA TTGAACCTTT TTTTAACAAG 1320 

TTATTTCTTA TGAGGGTCAT GGATATCCCC TATCTAAACT TGGAAGGACC AGACTTGCAG 1380 

CCTAAACGTG ATCATGTTCT CCATCTGACA TTCCCCAAAG AATCGAAAAC CAGCGACCTT 1440 

TACCAGCTTT TCAGTGCCTT TGGTAACATT CAGATATCCT GGATTGATGA CACATCAGCA 1500 

TTTGTTTCCC TTAGCCAGCC CG AG CAAGT A AAGATTGCTC TCAATACCAG CAAATATGCA 1560 

GAAAGCTATC GGATCCAAAC CTATCCTGAA TATATGGGGA GAAAACAGGA AGACAAGCAG 1620 

ATCAAAAGAA AGTGGACTCA AGATAGCTGG AAGGAGCCTC ACACCAAACC CTTAAACCCC 1680 
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CAGTGCATAC CCTACACCCT GCAGAATCAC TATTACCGCA ACAATACTTT TACACCTCCC 1740 

ACCACACTAC GAAAGACAAA TTTGACTCCT AGTCAAGACG AAGCTCGCCT GCAGGACCCA 1800 

CTGTCACGGG AGATTTCCGA CACTGAGCTT GAGCACACCC ATTCCTCTCC AGAGCCCCTC i860 

TCAGACGGAA CCAAAAAGCC CAAGAAATTA AAAAGAATGA AGAAGGACCT TTCTCCACCA 1920 

CGAACCATCT CCAACAACAC CCCTCCCACA CTCTTTCAAC TTCCTGACAC ATCCTAACCA 1980 

AGACCTGAGG GCAGCAAACC CCTCCTCCTC TCCCTCTCAC CAACAGCCGG CTGGCACATT 2040 

TGCAAGCCCC ACTCTATTTA ACTTAATCAA ATGTGGTATG GGAGGGGTTG GAAACCAACT 2100 

TCTCTCCTCC GGCGCACAAA ACACGTTTTA TTTTTCTCCC TCTCCTTTTT TCCCCTTTTT 2160 

AATCTAACTC CCTCTTCACA TTCACACTCA TCAOGCTTCT ACCCTCTCAT GAATGTCTAC 2220 

GTCCTTAACC AGTCAATTCC CTCTTGCTCT TGTGAGCCCT TTCCTCTCAT GACCCAGTGT 2280 

CCTTAAGAAC CTGCCTGATG GGGACTGTCG GCT G T G AAAT CTGCAAAAAG AGCTCACATT 2340 

CCAG CTCCT C ^MCWGAA TTTGCGGCTG TACTGTCCTG CCTGTGCATC TTCTCGCACT 2400 

GAGATTTTGA GGCAGTTGCA GCCCTCGGTT AGTCTCCCAG TGGAAAAATC GGTTCTCCCT 2460 

CCCTGCTTCC CACCATAGCT GCCTGAAAAC ATGACGCTCT CAAGCTTCTC CTTCCTTCAG 2S20 

GAAGATGTCC ACTCATGCCC ACCCATGAGA GGGCTTGCOG TATGCCCTGG CCTTTGGGCA 2580 

TATTTATGTA CAGTTCCTTT CTCCTAAGAC CTGACTTTCT CATGGGGGAT GTACGACTAA 2640 

AA AGGT TAAC TTCTGTTCTT ATCCCTCCCC CTCTGTTCAC TTTCCAGAGT CTCTGTTCCT 2700 

TTGTTTGGAT GCCGGTCTCG GGGTACGGCA GCGTGTGTGC CTACGTGTCT GTCTGTGTCT 2760 

CTGTCTGTGT CTCTGTCTGT GTGTGTGTCA AATCCTGCAA ATCTACAACA TGTCCCAGCC 2820 

CATTCTCCGT TCAAACAGAT CACAGCAACC ACAAACGCTC ATGGCC CTGC TTTGCTCCAC 28S0 

CCGCTTCAGA TAGATCATTG TTAGATATTT CACATTTTTG TATGGTGGAA ATAAAAATGA 2940 
AAAATGTATT TCCAAAAGAT GAAAATTAAA AACATTTTCA TACGAAAAAA AAAAAAAAAA 
AA 



(2) INFORMATION FOR SEQ ID NO: 13 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 



3000 
2 



(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 

ADFFAIGFSG IS 12 

(2) INFORMATION FOR SEQ ID NO: 14 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 



(v) 



FRAGMENT TYPE: Internal fragment 



* 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 



LVIGHNMLLV MHTVH 



15 



(2) INFORMATION FOR SEQ ID NO: 14 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 

SEQLHEAGYA YITGLC 16 

(2) INFORMATION FOR SEQ ID NO: 15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 
CDFVAIFFLGLD 12 



(2) INFORMATION FOR SEQ ID NO: 16 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 

LWGHNSLLA MYMYH 

(2) INFORMATION FOR SEQ ID NO: 17 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 

ENVYHNAGFS YVTGEV 

(2) INFORMATION FOR SEQ ID NO: 18 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 



(ii) MOLECULE TYPE: Peptide 



• 
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(v) FRAGMENT TYPE: Internal fragment 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18 



ADFVAILMTG VT 



12 



(2) INFORMATION FOR SEQ ID NO: 19 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQ UENCE D ESCRIPTION: SEQ ID NO: 19 

LIVGHNCFLI AHVYS 15 

(2) INFORMATION FOR SEQ ID NO: 20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 



AGGKHEAGYA FMTGCI 



16 
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(2) INFORMATION FOR SEQ ID NO: 21 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 
GTLVAIAFVS LQ 

(2) INFORMATION FOR SEQ ID NO: 22 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22 
VFVGHGLNNF KHINI 

(2) INFORMATION FOR SEQ ID NO: 23 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 
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(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23 

QEGNHDSIEA HTALIL 16 

(2) INFORMATION FOR SEQ ID NO: 24 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENTTYPE:Trifernal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24 

FPAIALTFVRTR 12 

(2) INFORMATION FOR SEQ ID NO: 25 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO: 25 
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15 



(2) INFORMATION FOR SEQ ID NO: 26 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26 

ERQEWAAAVW YLLPI 15 

(2) INFORMATION FOR SEQ ID NO: 27 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27 

APVFAFTTDS LD 12 

(2) INFORMATION FOR SEQ ID NO: 28 



0) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 
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(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 
(v) FRAGMENT TYPE: Internal fragment 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28 

LKVGQN LKYR G I LAN 1 5 

(2) INFORMATION FOR SEQ ID NO: 29 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: Amino acid sequence 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: Linear 

(ii) MOLECULE TYPE: Peptide 

(v) FRAGMENT TYPE: Internal fragment 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29 
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